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BACKGROUND

 The importance of aquaculture in the global food industry is growing due to an increasing demand for protein production.
 The common octopus (Octopus vulgaris) is a species of significant interest due to its short life cycle and remarkable reproductive capacity.
* However, bacterial infections, particularly by multidrug-resistant pathogens e.qg., Vibrio parahaemolyticus

pose significant challenges, leading to: ~
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* Understanding O. vulgaris's immune response to a dangerous bacterium (V. parahaemolyticus)

is crucial for aquaculture and human consumption.
* |n the BIOPTAL project, we hypothesize octopuses activate their immune system when exposed skin of the common octopus for potential applications in

to this pathogen, involving complex molecular mechanisms. healthcare and aquaculture.

* |dentify novel antimicrobial peptides (AMPs) from the

EXPERIMENTAL DESIGN, ANALYSES & RESULTS

AMPs screening of O. vulgaris skin after a bacterial challenge

COMMON OCTOPUS
RNA & PROTEOME PROFILING MRNA ANALYSES: ® Down-regulated Stable ® Up-regulated
POTENTIAL PLAYERS IN

HOST-PATHOGEN DEFENSE
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lh:l'rEE * Upcoming scientific articles: Almeida et al., 2024.

~—7 * Further exploration of immune-related bioactive compounds and
potential applications in aguaculture and human health.
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