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- Three specimens
of Gracilaria sp.
harvested in two
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different locations in
Portugal were
selected as expected
Gracilaria gracillis.
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Reslts in ~ 48h

Highly relevant for
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similar species

Sanger sequencing of
PCR product
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- Molecular analysis showed that Gracilaria from the

Center of Portugal was a different specie (Gracilariopsis
longissima) = different applications = added value!

- Two specimens of
Codium sp. harvested in
two different locations in
Portugal were selected as
expected Codium

-» Four specimens of Ulva sp. harvested in
two different locations in the South of
Portugal were selected as expected Ulva
ohnoi.

tomentosum.
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- Molecular analysis showed that Ulva from Faro and Olhao

was a different specie (U. lacinulata) then the specie from
Tavira (U. ohnoi) = accurate species ID = more knowledge!
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- Molecular analysis showed that Codium from
the south was a different specie (C. fragile) then
the specie from the north (C. tomentosum) =
invasive specie = discarded!
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Take home message

> |n this example, three different species were identified by molecular tools when morphological analises were unable to differentiate them
> Several species were already identifed with this method, showing effectiveness and reliability
> All these analyses can be tailor-made upon request

> This method enhances species traceability for use in different sectors
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